
Flex gene expression allows single-cell
RNA-seq on fixed cells/nuclei and
reduced costs.

Thursday, May 28th, 2026
12pm - 1:30pm

In person: 
ASRC 
85 St. Nicholas Terrace
5th fl Data Viz room 

Zoom Link

Meeting ID: 83399148619 
Passcode: 284160

Whole transcriptome spatial gene
expression analysis at single-cell scale.

Considerations for sample preparation
and sequencing

Visium HD spatial transcriptomics
on the Visium CytAssist platform
Flex single cell gene expression on
the Chromium iX controller

Join us for a seminar on the latest single
cell application updates at the ASRC
Epigenetics Core. Featuring:

NEW Application
Updates

Key Highlights: 

EPIGENETICS CORE

https://gc-cuny-edu.zoom.us/j/83399148619?pwd=4Csz2sTqQRFEkIbid5VpXPRdMn4pzM.1
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